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SEQUENCE LISTING 

<110> LEE, YI-CHAO 
YUEN, PUI-YEE 
HUANG, YI-HUEI 
WU, HUI-CHUAN 

<120> METHODS FOR IDENTIFICATION, ASSESSMENT, PREVENTION, AND 
THERAPY OF CANCER 

<130> 5422-2 

<140> 10/801,292 
<141> 2004-03-15 

<160> 21 

<170> Patentin Ver. 3.2 

<210> 1 

<211> 2096 

<212> DNA 

<213> Homo sapiens 

<400> 1 

ctcctctgct cctcgaagaa ggccagggcg gggctgccgc aagttttgac attttcgcag 6 0 
cggagacgcg cgcgggcact ctcgggccga cggctgcggc ggcggccgac cctccagagc 120 
cccttagtcg cgccccggcc ctcccgctgc ccggagtccg gcggccacga ggcccagccg 180 
cgtcctcccg cgcttgctcg cccggcggcc gcagccatgt cccgggggcc cgaggaggtg 24 0 
aaccggctca cggagagcac ctaccggaat gttatggaac agttcaatcc tgggctgcga 3 00 
aatttaataa acctggggaa aaattatgag aaagctgtaa acgctatgat cctggcagga 3 60 
aaagcctact acgatggagt ggccaagatc ggtgagattg ccactgggtc ccccgtgtca 420 
actgaactgg gacatgtcct catagagatt tcaagtaccc acaagaaact caacgagagt 480 
cttgatgaaa attttaaaaa attccacaaa gagattatcc atgagctgga gaagaagata 54 0 
gaacttgacg tgaaatatat gaacgcaact ctaaaaagat accaaacaga acacaagaat 6 00 
aaattagagt ctttggagaa atcccaagct gagttgaaga agatcagaag gaaaagccaa 660 
ggaagccgaa acgcactcaa atatgaacac aaagaaattg agtatgtgga gaccgttact 720 
tctcgtcaga gtgaaatcca gaaattcatt gcagatggtt gcaaagaggc tctgcttgaa 780 
gagaagaggc gcttctgctt tctggttgat aagcactgtg gctttgcaaa ccacatacat 84 0 
tattatcact tacagtctgc agaactactg aattccaagc tgcctcggtg gcaggagacc 900 
tgtgttgatg ccatcaaagt gccagagaaa atcatgaata tgatcgaaga aataaagacc 96 0 
ccagcctcta cccccgtgtc tggaactcct caggcttcac ccatgatcga gagaagcaat 102 0 
gtggttagga aagattacga caccctttct aaatgctcac caaagatgcc ccccgctcct 1080 
tcaggcagag catataccag tcccttgatc gatatgttta ataacccagc cacggctgcc 114 0 
ccgaattcac aaagggtaaa taattcaaca ggtacttccg aagatcccag tttacagcga 1200 
tcagtttcgg ttgcaacggg actgaacatg atgaagaagc agaaagtgaa gaccatcttc 1260 
ccgcacactg cgggctccaa caagacctta ctcagctttg cacagggaga tgtcatcacg 1320 
ctgctcatcc ccgaggagaa ggatggctgg ctctatggag aacacgacgt gtccaaggcg 13 8 0 
aggggttggt tcccgtcgtc gtacacgaag ttgctggaag aaaatgagac agaagcagtg 14 4 0 
accgtgccca cgccaagccc cacaccagtg agaagcatca gcaccgtgaa cttgtctgag 1500 
aatagcagtg ttgtcatccc cccacccgac tacttggaat gcttgtccat gggggcagct 1560 
gccgacagga gagcagattc ggccaggacg acatccacct ttaaggcccc agcgtccaag 1620 
cccgagaccg cggctcctaa cgatgccaac gggactgcaa agccgccttt tctcagcgga 1680 
gaaaacccct ttgccactgt gaaactccgc ccgactgtga cgaatgatcg ctcggcaccc 1740 
atcattcgat gagaggacag ccaaggactc tcccgggcct ctccggttct cccttgcgga 1800 
atgatgggcg catcctgtct gccacgtgct gacggtcggg aagcttcagt ggagaggcct 1860 
aactctaatg tcgcctgctt aagcaaatca tgcttctctg tttcacgtag ttgggttgac 1920 
aagtttctgc ctttaagata aatgagtaat agtctaatga ccagctcagc catttaaaat 1980 
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attttcttcc tattctgttc aagaaacagt aaacttggtt tcaatcttta aaaaaaaaaa 2040 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaa 2 096 



<210> 2 
<211> 511 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Ser Arg Gly Pro Glu Glu Val Asn Arg Leu Thr Glu Ser Thr Tyr 
15 10 15 

Arg Asn Val Met Glu Gin Phe Asn Pro Gly Leu Arg Asn Leu lie Asn 
20 25 30 

Leu Gly Lys Asn Tyr Glu Lys Ala Val Asn Ala Met lie Leu Ala Gly 
35 40 45 

Lys Ala Tyr Tyr Asp Gly Val Ala Lys lie Gly Glu lie Ala Thr Gly 
50 55 60 

Ser Pro Val Ser Thr Glu Leu Gly His Val Leu lie Glu lie Ser Ser 
65 70 75 80 

Thr His Lys Lys Leu Asn Glu Ser Leu Asp Glu Asn Phe Lys Lys Phe 
85 90 95 

His Lys Glu lie lie His Glu Leu Glu Lys Lys lie Glu Leu Asp Val 

100 105 110 

Lys Tyr Met Asn Ala Thr Leu Lys Arg Tyr Gin Thr Glu His Lys Asn 
115 120 125 

Lys Leu Glu Ser Leu Glu Lys Ser Gin Ala Glu Leu Lys Lys lie Arg 
130 135 140 

Arg Lys Ser Gin Gly Ser Arg Asn Ala Leu Lys Tyr Glu His Lys Glu 
145 150 155 160 

lie Glu Tyr Val Glu Thr Val Thr Ser Arg Gin Ser Glu lie Gin Lys 
165 170 175 

Phe lie Ala Asp Gly Cys Lys Glu Ala Leu Leu Glu Glu Lys Arg Arg 
180 185 190 

Phe Cys Phe Leu Val Asp Lys His Cys Gly Phe Ala Asn His lie His 
195 200 205 

Tyr Tyr His Leu Gin Ser Ala Glu Leu Leu Asn Ser Lys Leu Pro Arg 
210 215 220 

Trp Gin Glu Thr Cys Val Asp Ala lie Lys Val Pro Glu Lys lie Met 
225 230 235 240 

Asn Met lie Glu Glu lie Lys Thr Pro Ala Ser Thr Pro Val Ser Gly 
245 250 255 
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Thr Pro Gin Ala Ser Pro Met lie Glu Arg Ser Asn Val Val Arg Lys 
260 265 270 

Asp Tyr Asp Thr Leu Ser Lys Cys Ser Pro Lys Met Pro Pro Ala Pro 
275 280 285 

Ser Gly Arg Ala Tyr Thr Ser Pro Leu lie Asp Met Phe Asn Asn Pro 
290 295 300 

Ala Thr Ala Ala Pro Asn Ser Gin Arg Val Asn Asn Ser Thr Gly Thr 
305 310 315 320 

Ser Glu Asp Pro Ser Leu Gin Arg Ser Val Ser Val Ala Thr Gly Leu 
325 330 335 

Asn Met Met Lys Lys Gin Lys Val Lys Thr He Phe Pro His Thr Ala 
340 345 350 

Gly Ser Asn Lys Thr Leu Leu Ser Phe Ala Gin Gly Asp Val He Thr 
355 360 365 

Leu Leu He Pro Glu Glu Lys Asp Gly Trp Leu Tyr Gly Glu His Asp 
370 375 380 

Val Ser Lys Ala Arg Gly Trp Phe Pro Ser Ser Tyr Thr Lys Leu Leu 
385 390 395 400 

Glu Glu Asn Glu Thr Glu Ala Val Thr Val Pro Thr Pro Ser Pro Thr 
405 410 415 

Pro Val Arg Ser He Ser Thr Val Asn Leu Ser Glu Asn Ser Ser Val 
420 425 430 

Val He Pro Pro Pro Asp Tyr Leu Glu Cys Leu Ser Met Gly Ala Ala 
435 440 445 

Ala Asp Arg Arg Ala Asp Ser Ala Arg Thr Thr Ser Thr Phe Lys Ala 
450 455 460 

Pro Ala Ser Lys Pro Glu Thr Ala Ala Pro Asn Asp Ala Asn Gly Thr 
465 470 475 480 

Ala Lys Pro Pro Phe Leu Ser Gly Glu Asn Pro Phe Ala Thr Val Lys 
485 490 495 

Leu Arg Pro Thr Val Thr Asn Asp Arg Ser Ala Pro He He Arg 
500 505 510 



<210> 3 
<211> 1794 
<212> DNA 

<213> Homo sapiens 
<400> 3 

cacatataat aatagcaact cctggtcgac tgattgacca cttgaaacct ttcgtatttt 60 
ccaagtgctg gcaagcgctt cctgcgcagg ccgaggcgac ctggagtttg tgacgctgtg 120 
atggtctaga ggctggagat tcaagatctg ggtgccatca ttttctggtt ctgttgatga 180 
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ccctcttcca ggttacatac agcttacatc 
taaaaattca caaagcatat atcaatgaat 
gatgtgggag atgttacaaa tactgaagaa 
aaagatatgg aagaatgtca gaataaatta 
tcaaatgctc agctatcatt gttaattatg 
caatggcaga aaaaaacacc tgaaacaatt 
ggaaaagaag agttccaaaa gctgagacaa 
tcaaagaatg aaaagttaaa ggaagactta 
caacagataa tggaatctct taatgtacta 
ttttctgaat caagaatctt taatgaactg 
aaggagaaac tcttgagtac cttgggcgag 
agaagtgtta aaaagaaaaa gaaaaacatt 
catgaaatgt tagagattct tataaataga 
aaaattagtg attccttttg gccaccttat 
ttgagacatc cagaagatcc aacccgaata 
gttttctttt ttcacacagt aaaaattctt 
atttggataa aaaacattat ttgcaaatta 
atgtgctgcc atctattatt catttttaaa 
tgttttaaac tatatggata agaatgcagg 
tgtaccttac ctcatgcaat attctttgga 
aatattttct taaaatatat aacaatatct 
tttatattta gaaattataa tgggaaggtc 
gtaatatctg aggtggcata atttaaaaat 
ttatttctag atttgtttaa aattggaata 
attgatattt tagtttgtat tattaatata 
gattctgcta attattacca acaaaattgt 
ttttctgtaa ataaaattat ttctgaaaat 



ttgcatcctc aagcgttttt cttataaggc 240 
caggaggatc tagatccgga tagtactaca 3 00 
gaacttatta gagaatgtga agaaatgtgg 360 
tcacttattg gaactgaaac actcaccgat 420 
caagtaaaat gtttaaccgc tgaactcagt 480 
cccttgactg aagacgttct cataacatta 540 
gatcttgaaa tggtactgtc cactaaggag 6 00 
gaaagggaac aacggtggtt ggatgaacag 660 
cacagtgaat tgaaaaataa ggttgaaaca 720 
aaaactaaaa tgcttaatat aaaagaatat 780 
tttctagaag accattttcc tctgcctgat 840 
caagaatcat ctgtaaacct gataacactg 900 
ttatttgatg ttccacatga tccatatgtc 960 
gttgagctgc tgctgcgtaa tggaattgcc 1020 
agattagaag ctttccatca gtaaaaggat 1080 
atcattcaag gatattggaa ccacaggact 114 0 
atgcgcatag tacttttatt gcaaaatggc 1200 
tggtcatttc ttattcagtg agtgctttag 1260 
tagataatat tctaggcata aaacatttaa 1320 
ttctttgttg atttatgata ttgctaatat 1380 
tttatgcatt tgagttccag ctggtgcttc 1440 
atttaattta cagatggttt taaaattgag 1500 
atttagcaaa tttgtttcat atatactgtc 1560 
tgaaaaacta atggataaag ctagcataaa 1620 
tcatgttacc ttatatatta atctactctt 1680 
attcatgaca ttttattaat cctctgtgaa 174 0 
ctctaaaaaa aaaaaaaaaa aaaa 1794 



<210> 4 
<211> 269 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Asn Gin Glu Asp Leu Asp Pro Asp Ser Thr Thr Asp Val Gly Asp 
15 10 15 

Val Thr Asn Thr Glu Glu Glu Leu lie Arg Glu Cys Glu Glu Met Trp 
20 25 30 

Lys Asp Met Glu Glu Cys Gin Asn Lys Leu Ser Leu lie Gly Thr Glu 
35 40 45 

Thr Leu Thr Asp Ser Asn Ala Gin Leu Ser Leu Leu lie Met Gin Val 
50 55 60 

Lys Cys Leu Thr Ala Glu Leu Ser Gin Trp Gin Lys Lys Thr Pro Glu 
65 70 75 80 

Thr lie Pro Leu Thr Glu Asp Val Leu lie Thr Leu Gly Lys Glu Glu 
85 90 95 

Phe Gin Lys Leu Arg Gin Asp Leu Glu Met Val Leu Ser Thr Lys Glu 
100 105 110 

Ser Lys Asn Glu Lys Leu Lys Glu Asp Leu Glu Arg Glu Gin Arg Trp 
115 120 125 
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Leu Asp Glu Gin Gin Gin lie Met Glu Ser Leu Asn Val Leu His Ser 
130 135 140 

Glu Leu Lys Asn Lys Val Glu Thr Phe Ser Glu Ser Arg lie Phe Asn 
145 150 155 160 

Glu Leu Lys Thr Lys Met Leu Asn lie Lys Glu Tyr Lys Glu Lys Leu 
165 170 175 

Leu Ser Thr Leu Gly Glu Phe Leu Glu Asp His Phe Pro Leu Pro Asp 
180 185 190 

Arg Ser Val Lys Lys Lys Lys Lys Asn lie Gin Glu Ser Ser Val Asn 
195 200 205 

Leu lie Thr Leu His Glu Met Leu Glu lie Leu lie Asn Arg Leu Phe 
210 215 220 

Asp Val Pro His Asp Pro Tyr Val Lys lie Ser Asp Ser Phe Trp Pro 
225 230 235 240 

Pro Tyr Val Glu Leu Leu Leu Arg Asn Gly lie Ala Leu Arg His Pro 
245 250 255 

Glu Asp Pro Thr Arg lie Arg Leu Glu Ala Phe His Gin 
260 265 



<210> 5 

<211> 1660 

<212> DNA 

<213> Homo sapiens 



<400> 5 

gccaggaaat 

ggccgccttt 

ggccccgggg 

gagcaagttg 

tccccaggag 

gtacctggaa 

taagcgagct 

gattgatggc 

caacactgag 

aaacatggat 

cgcccaagaa 

ggatgagttg 

aaatatccgc 

aggcatgtcg 

ggatgatgat 

cctaaattaa 

caaagactct 

aagtaaaaaa 

catgcctata 

agcctgacca 

gtggcaggca 

caggagatgg 

agggagactc 



gccctggagt 
ccggtctggg 
agctcccgag 
ggcaagttct 
gccctggtcc 
aatcgaatcc 
gcattacagg 
acactttcta 
gtgttgagga 
ctgaacaaaa 
atctcagaag 
atggcagaac 
cttccaaatg 
tccactgcac 
atcaaacaat 
tgagctatag 
gctttataat 
ggagtcatgt 
atcccagcac 
acatgaagaa 
cctgtaatcc 
aggttgcagt 
cgtctcaaaa 



gtgtgtcacc 
tccccgagag 
aggcccccgg 
ttaaaggggg 
gacttcggga 
agagagaaat 
cactaaagag 
ccattgagtt 
acatgggctt 
tagatgattt 
cattttctca 
ttgaagaatt 
tgccttcctc 
gtcgatcccg 
tggcagcttg 
ataaaatata 
tatattgaat 
gcatacatag 
tttgggaggc 
accctgtctg 
cagctacttg 
gagccaagat 
actaaaaaaa 



tgtccaggac 
gactgccttg 
gatcgctggc 
cggctcttct 
gactgaggag 
cgccctggcc 
aaagaagagg 
ccagagagaa 
tgcagcaaaa 
gatgcaagag 
acgggttggc 
ggaacaggag 
ttctctccca 
agcagcatct 
ggctacctaa 
aaaaatgttt 
gaataattgt 
aatcagtgat 
tgaggcagtt 
tactaaaaat 
ggaggctgag 
catgccactg 
aaaaatacat 



gacttgttga 
ctcacctgtc 
cctccgaact 
aagagccgag 
atgctgggca 
aagaagcacg 
ttcgagaaac 
gccctggaga 
gcgatgaaat 
atcacagagc 
tttggtgatg 
gaat taaata 
gcacagccaa 
tcccagaggg 
actaaaacac 
ttaccaagtt 
gttttaagcc 
ggaggccagg 
gagaccagga 
acaaaaatta 
tcaggagaat 
cactccagac 
ttagtatagc 



ttcccaggag 
ccctcggcgc 
ccacagcaat 
ccgctcccag 
agaaacaaga 
gcacgcagaa 
agctcactca 
actcacacac 
ctgttcatga 
aacaggatat 
actttgatga 
agaagatgac 
atagaaaacc 
cagaagaaga 
atttttgata 
cagaagttaa 
tcctaagtaa 
cacggtatct 
gttcgagtcc 
gccggacatg 
cgcttgagcc 
tgggcaacag 

ggggggtggg 



60 

120 

ISO 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 
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ggggagaaat aatgttattt cctatgcgaa tgacgtgtat ccctgtaccc atggtaaatg 144 0 
taaatatact gtgtctcttt tgggagagcc ttttagtaga ggagtcttat atgagtctct 1500 
acataagtag tttcacttga gttttgcagt ttgaaatctt aaaggagctt taattgacat 1560 
ttattatacc aattaagctt ggaatggggc aatggatgca tttcccaaaa cgtgtgaaag 1620 
cactaacagc ttatattgct gaatgagaat ctcctgggtg 1660 



<210> 6 
<211> 233 
<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Ser Lys Leu Gly Lys Phe Phe Lys Gly Gly Gly Ser Ser Lys Ser 
15 10 15 

Arg Ala Ala Pro Ser Pro Gin Glu Ala Leu Val Arg Leu Arg Glu Thr 
20 25 30 

Glu Glu Met Leu Gly Lys Lys Gin Glu Tyr Leu Glu Asn Arg lie Gin 
35 40 45 

Arg Glu lie Ala Leu Ala Lys Lys His Gly Thr Gin Asn Lys Arg Ala 
50 55 60 

Ala Leu Gin Ala Leu Lys Arg Lys Lys Arg Phe Glu Lys Gin Leu Thr 
65 70 75 80 

Gin lie Asp Gly Thr Leu Ser Thr lie Glu Phe Gin Arg Glu Ala Leu 

85 90 95 

Glu Asn Ser His Thr Asn Thr Glu Val Leu Arg Asn Met Gly Phe Ala 
100 105 110 

Ala Lys Ala Met Lys Ser Val His Glu Asn Met Asp Leu Asn Lys lie 
115 120 125 

Asp Asp Leu Met Gin Glu lie Thr Glu Gin Gin Asp lie Ala Gin Glu 

130 135 140 

lie Ser Glu Ala Phe Ser Gin Arg Val Gly Phe Gly Asp Asp Phe Asp 
145 150 155 160 

Glu Asp Glu Leu Met Ala Glu Leu Glu Glu Leu Glu Gin Glu Glu Leu 
165 170 175 

Asn Lys Lys Met Thr Asn He Arg Leu Pro Asn Val Pro Ser Ser Ser 
180 185 190 

Leu Pro Ala Gin Pro Asn Arg Lys Pro Gly Met Ser Ser Thr Ala Arg 
195 200 ■ 205 

Arg Ser Arg Ala Ala Ser Ser Gin Arg Ala Glu Glu Glu Asp Asp Asp 
210 215 220 



He Lys Gin Leu Ala Ala Trp Ala Thr 
225 230 
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<210> 7 
<211> 1666 
<212> DNA 

<213> Homo sapiens 



<400> 7 

agcgggcgcg gggctgcgag 
agatgcgagc cggccaacag 
cgcgtgaggg actcggcccc 
gcagcagcgg cggccgaggg 
tggacgggga ggcagccctc 
ctaacttcaa ctccatcgcc 
gctcgtaacc acggtgacag 
gacctgcagg accttctgcc 
atgggaggaa agacagccat 
cctcctccca ttcagtatat 
gttggatgac caagttcagg 
actggtccca gttcggttct 
atatcagccc agtggaaagc 
gggccatcaa catcgcagat 
agctcagttc tgtcatccag 
aggtagacgg gcgcttcgtg 
agatcttggc tttcccacag 
gtggaaactc ccagttcgtg 
gggcccagat gcagacggtg 
acttcatagc tgccatccga 
gcgtggtggc tcatgcctgt 
gaggccagga gttggagacc 
acaaaaatta gcctggcgtg 
gcaggagaat cacttgaacc 
cactccagcc taggcaacag 
cacaaaaccc caggcttcaa 
agacaggcac tgtgtgggca 
ataaagacac tactccccaa 



ctagggcggg agaaggagcg 
cttgcaagca tgctccgctg 
cacggcccta gcttcgcgag 
ggcgccgagc cgaggccgct 
ccggccgtcg tctttttgca 
aagatcttgg cccagcagac 
cccccacagc ccagacatga 
ccagctgggc ctggtgccct 
gctgctggca ctacagaggg 
accctgaggg ccctgcaggc 
ctccaggagc catgcctgag 
ctcccacagc cagagctggt 
acaggtgtct cccactttgc 
gagctgcccc gctcccgtgc 
gacatggccg tgcggcagca 
tggagggtga acttggatgc 
aggcaggagt cctacctcgg 
catcccagcc accaccctga 
ccgaacgctg gccactggat 
ggcttcctgg tctaagagtt 
aattccagca ctttgggagg 
agcctggcca acatggtgaa 
gtggtgcaca cctgtaatcc 
ctggaggcag aggttgcaat 
agcaagactc tgtctcaaaa 
gtctctgcag cctgctccac 
cgaggtttta caggggtggt 
aaaaaaaaaa aaaaaaaaaa 



cggggaggac gtaccttgtg 60 
gacccgagcc tggaggctcc 12 0 
ggtgcctgtc gcacccagca 180 
tccgctttcc tacaggcttc 240 
cgggctcttc ggcagcaaaa 300 
aggccgtgct gacggtggat 360 
gctacgagat catgagccag 420 
gcgtcgtcgt tggccacagc 48 0 
tgagccgccc atgtctgggg 54 0 
aacctgggac tcacatgatc 600 
actccctatg tctgcctaag 660 
ggaacgtctc attgctgtag 720 
aacctatgtg gcagccatga 780 
ccgaaaactg gcggatgaac 84 0 
cctgctcact aacctggtag 900 
cctgacccag cacctagaca 960 
gccaacactc tttctccttg 1020 
gattatgcgg ctcttccctc 1080 
ccacgctgac cgcccacagg 114 0 
gctggcaaga agatggccgg 12 00 
ctaaggcggg aggatgactt 1260 
accctgtctc tactaaaaat 1320 
cagctactct ggaggctgag 1380 
gagccgagat cacaccacta 144 0 
aaaacaaaac aaaaaggagg 15 0 0 
atttgggcac agaaggactc 15 6 0 
cagacctcag gctttaatga 162 0 
aaaaaa 1666 



<210> 8 
<211> 101 
<212> PRT 

<213> Homo sapiens 



<400> 8 

Met Arg Ala Gly Gin Gin Leu Ala Ser Met Leu Arg Trp Thr Arg Ala 
15 10 15 

Trp Arg Leu Pro Arg Glu Gly Leu Gly Pro His Gly Pro Ser Phe Ala 
20 25 30 

Arg Val Pro Val Ala Pro Ser Ser Ser Ser Gly Gly Arg Gly Gly Ala 
35 40 45 

Glu Pro Arg Pro Leu Pro Leu Ser Tyr Arg Leu Leu Asp Gly Glu Ala 
50 55 60 



Ala Leu Pro Ala Val Val Phe Leu His Gly Leu Phe Gly Ser Lys Thr 
65 70 75 80 
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Asn Phe Asn Ser lie Ala Lys lie 
85 

Asp Gly Gly Cys Ser 
100 



<210> 9 
<211> 23 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial 
primer 

<400> 9 

gcttctgctt tctggttgat aag 



<210> 10 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
primer 

<400> 10 

gattttctct ggcactttga tg 



<210> 11 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
primer 

<400> 11 

gaaacactca ccgattcaaa tg 



<210> 12 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
primer 



Leu Ala Gin Gin Thr Gly Arg Ala 
90 95 



Sequence: Synthetic 
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Sequence: Synthetic 
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Sequence: Synthetic 
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Sequence: Synthetic 



<400> 12 

gcttttggaa ctcttctttt cc 
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<210> 13 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 13 

agggcagaag aagaggatga tg 



<210> 14 
<211> 22 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 14 

gtgctgggac tataggcatg ag 



<210> 15 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 15 

ctgacggtgg atgctcgtaa 



<210> 16 

<211> 22 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 16 

gtgcctgtct gagtccttct gt 



<210> 17 

<211> 21 

<212> DNA 

<213> Artificial 



Sequence 
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<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 17 

aagcactgtg gctttgcaaa c 



<210> 18 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 18 

aacactcacc gattcaaatg c 



<210> 19 

<211> 21 

<212> RNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 19 

aagcacugug gcuuugcaaa c 



<210> 20 

<211> 21 

<212> RNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 20 

aacacucacc gauucaaaug c 



<210> 21 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<400> 21 

aattctccga acgtgtcacg t 



21 



